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W 25 Prowecibate: » 3 POTE14 SYEP_HIMAN FPRS1 BifuDZtional glutamat 170.591 1512
s=p ==Ww TED ZHH 4 P41252 SYIC_HUMAN IARS1 Isoleucine—tRNA lige 144. 498 1262
~ 5 095793 STAUL HUMAN STAUL Double-stranded FNA-t  63.182 577 QENUL3
aafEsy  HEv  FEs 6 P04843 FPN1_HUMAN RPNl Dolichyl-diphosphooli  68. 569 60T
. 8 7 Q12906 ILF3_ HUMAN ILF3 Interleukin enhaDZer- 95. 338 294 QUBSIY
8 QZ6VP6 CAND1 HUMAN CAND1 Cullin-associated NEL 136. 376 1230
| ldata 9 Q99623 PHBZ HUM&N PHBZ Prohibitin-2 0S=Homo  33. 296 299
| 2rreport 10 075367 HZAY HUMAN MNACREOHCore histone macro-H: 39,184 369 Q9PONE
[ =asam s e 11 P0Z2383 HS90B_HUMAN HSPOOAHeat shock protein HE  83. 264 724 POTI00
BT 12 P11388 TOPZ4 HUMAN TOPZA DNA topoisomerase 2—: 174. 385 1531 Q02820
13 P54652 HSP72 _HUMAN HSPAZ Heat shock-related TC  70.021 639 P11142
14 PB50R0 ¥POZ2 HUMAN _CSE1L Fxportin—2 0S=Homo se 110.417 971
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